METHODS
(Cambridge Research & Instrumentation, Boston, MA). An electrode made from fiber from the DTL Plus TM was used as the active corneal electrode, and the subject's pupil was dilated with tropicamide 0.5%. Spectral sensitivity was determined by adjusting the intensity of the test light until the ERG signal it produced was equal to that produced by the fixed intensity reference light.
This null point was determined at 10 nm increments over a range of 480-680 nm. The average of two complete runs through each wavelength was used to determine a subject's spectral sensitivity function. Final spectral sensitivity values are reported as quantal intensities, and were corrected for lens absorption with an age-dependent lens correction.
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RESULTS & DISCUSSION
Distribution of L:M Ratio in the Normal Population:
The flicker-photometric ERG has been shown to yield both accurate and reliable estimates of L:M ratio. 3, 8 To obtain an estimate of L:M ratio, a subjects' spectral sensitivity data is best-fit to a weighted sum of an L-and an Mphotopigment template. Individual differences in the spectral sensitivity of the L photopigment have been shown to greatly influence estimates of L:M ratio derived from flicker photometry. 9 We have been able to eliminate variability in L-cone spectral sensitivity as a source of error by sequencing each subject's L gene and using an individualized L-cone template to estimate their L:M ratio. 3 The ERG-derived estimates of L:M cone ratio among the 63 unrelated males were distributed normally (per the Kolmogorov-Smirnov normality test) about a mean of 63%L There is a significant complication regarding the statistical analyses of our data. Our data set is not a collection of independent brother pairs. Our sample of 39 males consisted of 14 independent pairs, two families of three brothers, and one family of five brothers. To determine if the non-independence was affecting the difference between the two groups, we removed all of the three families with more than two brothers, reducing the analysis to only the 14 independent Taken together, these results are consistent with the hypothesis that sequences associated with the L/M gene array on the X-chromosome are the major genetic factors responsible for variations in cone ratio among males with normal color vision, 16 an idea first put forth by DeVries 70 years ago. [17] [18] [19] However, the fact that we observe substantial variability in some brothers with the same L/M gene array indicates that there may be other regulatory factors to consider. More importantly, it provides a mechanism by which a deleterious haplotype (i.e., LIAVA or LVAVA) could have dramatically different effects within brothers harbouring the same L/M array.
